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Fle Options Help
Data Set | Comparisons | External Data|
[ Load Descriptor ] [ Views ] Reset
Sample © Data Type Status Quality FFPE HPy Sex
o 175022 Imacene [rocessed 0.052|Frazen pos MaLE
= 132113 magene Processed 0.19% Frozen ES MALE
[l B ImaGene Processed 0085 Frozen MES FEMALE
O 1331 ImaGene Processed 0.114Frozen MES MALE
O 134403 ImaGene IProcessed 0.047 Frozen MES MaLE
z 13471-1-P ImaGene: Processed 0.042 Frozen INEG MALE
= 13816-1F macene rocessed 0.051 Frozen pos MaLE
17985 Imacene Processed 0.242|Frozen MES MALE
o] 139852 macene Frocessed 0.053[Frazen ES MaLE
o] 17956 macene rocessed 0.053 Frazen NES MaLE
[l 14078 ImaGene Processed 0.172[Frozen MES FEMALE
O [En ImaGene Processed 0.19[Frazen MES MALE
O 14176 1P ImaGene IProcessed 0.08 [Frozen MES MALE
O 14215 ImaGene Processed 025 [Frozen MES FEMALE
o] 14406-2m macene rocessed 0.194 Frozen MES MaLE
= 14550 Imacene Processed 0.084 Frozen MES MALE
o] 1455020 macene Frocessed 0.125 Frazen ES MaLE
o] L4665-1F Imacene Frocessed 0.081 Frozen NES MaLE
= 14716 ImaGene Processed 0.057 Frozen hES FEMALE
O 14716 1P ImaGene Processed 0095 [Frozen oS FEMALE
O 17F7 1P ImaGene IProcessed 0,052 Frozen MES MaLE
O 17Er P ImaGene Processed 0.087 Frozen MES FEMALE
Z 14758 ImaGene Processed 0.056|Frozen INEG MALE
= 1452028 Imacene Processed 0.028[Frozen =5 MALE
o] L4530-1F macene Frocessed 0.272|Frazen =5 MaLE
o] L4g56- 1M Imacene Frocessed 0.098 Frozen NES MaLE
= L4566-2F macene rocessed 0.122[Frozen MES MaLE
O 14s6aT ImaGene Processed 0.013[Frozen MES MALE
O 14937 5P ImaGene IProcessed 0.078[Frozen MES FEMALE
O 14953 20 ImaGene Processed 0,094 Frozen MES MALE
[l 149641 ImaGene Processed 0111 Frozen MES MALE
= 150327 Imacene Frocessed 0.014|Frozen MES FEMALE
o] 15067 macene Frocessed 0.015 Frazen ES MaLE
o] 150937 Imacene Frocessed 0.01 Frozen NES MaLE
= 151137 macene rocessed 0.021 Frozen MES MaLE
1 15150-3n TmaiFne Processed N.2N3IFrnzen INF G Mal F
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CGH GO Enrichment

Biological process | Cellular component || Molecular Function |

E)

BX

Term

Size

Max 5c... T MaxP-¥.., 7

E e

sequestering of ackin monomers 1 0,995 u]
I|succinyI-COA metabolism 3 0.793 o
I|hya|ur0nan et abolism 6 0.74 1]
I|d0pamine receptor signaling pathway 5 0.638 1]

MLS-bearing substrate-nucleus import 1 0.52 1]

cIcium-ependent eII-ceII adhesion o
Ilbehavior a
I|resp0nse o pest u]
I|h0m0phi|ic cell adhesion 33 0,255 o
Ildefense response 72 0.223 1]
I|percepti0n of smell 338 0.154 1]
I|G-pr0tein coupled receptor protein signaling pathway 716 0.085 o
|| bictin metaholism 2 0.899 0.004
I|acety|ch0|ine catabolism in synaptic cleft 2 0.38 0,004
I|ribosome assembly & 0.633 0,004
I|embry0nic limb morphogenesis 3] 0.638 0.004
|| Falic acid transpart 5 0,593 0.004
I|gamet0genesis 7 0.571 0.004
I|synaptogenesis 17 0.4581 0.004
|1 phase of mitatic cell cycle 10 0.412 0.004
I|phospholipid dephosphorylation 14 0,397 0.004
Ilprotein aming acid ADP-ribosylation 27 0.296 0,004
I|nucleosome assembly 59 0,193 0,004
||lsignal transductian 1,338 0.042 0.004
I|inducti0n of apoptosis by intracellular signals 7 0.54 0.008

copper ion transpork 9 0,468 0.008
I|c0up\ed to IP3 second messenager (phosphalipase © activating) 15 0,379 0,003
| xenchictic metabelism 29 0.27 0,008
I|deFense response to bacteria 45 0.202 0,003
I|reactivati0n of lakent virus 1 0,953 0.012

ultradian rhythm 1 0,983 0,012 ¥

1894 Rows

Export THT ] [
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| Biological process : cell cycle checkpoint

Gene Location Gain % Loss % Marme Descripkion

ATR chr3; 143,650,786, 47,541 9,836 Akaxia kelangiecta. .. The prokein encod. .,
CCMNGZ chr4:78,297,550-... 4,918 11.475 Cyelin G2 The eukaryatic cel...
a1 chrS:34,941,124-, ., 26,23 3.279RAD1 homolog §3....[The protein encod. .,
B chrdisl,014,739-, ., 27669 4,915 Mibrin ukations in this q...
CCHEZ chrd;9s,961,631-, ., 27,869 4,918 Cyclin E2 The prokein encod. ..
CDERZA chra;21,957,751-, .. 9,536 40,984 Zyclin-dependent ... [This gene generat. ..
FaMCE chra;35,063,834-, . 16,393 26,23 Fanconi anemia, c... FAMNCG, involved i, .,
REL chr13:47,775,88... 3,279 26,23 Retinoblastoma 1 ... Retinoblastoma (..

TPS3 chri7:7,512,444-,,, 4,918 16,393 Tumar prokein pS... Tumor prokein pS...

BRZAL chr17:38,449,83. .. 3.197 4,918 Breast cancer 1, ... [This gene encode. .,
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